
Ann M. Callahan 
 
Educational Background 
1970-1974 Indiana University (Bloomington):  AB in Biology, 1974 
1974-1980 University of Virginia (Charlottesville):  PhD in Developmental Genetics, 1980 
 
Research Experience 
1980-1984 Postdoctoral Associate, Biology Department, University of Utah (Salt Lake City) 

with John Parkinson on bacterial chemotaxis 
1984-1987 Research Associate, Plant Science Department, West Virginia University, 

Appalachian Fruit Research Station (Kearneysville) on fruit ripening of tomato 
1987-present Research Geneticist, ARS-USDA, Appalachian Fruit Research Station 
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Major Accomplishments – Past 10 Years 
Isolated, identified and characterized peach genes that can affect horticultural traits.  Genes have 

been found that affect ethylene (ripening hormone) biosynthesis pathway, fruit color, 
allergenic proteins, sugar transportation as well as genes affecting the plants response to 
environmental stress.  Contributed ripe cDNA for sequencing generating ~10,000 ESTs 
for peach. 

Participated in a group effort to create a plum pox potyvirus resistant plum tree, ‘HoneySweet’, 
through genetic engineering.  Provided information for deregulating the transgenic plum. 

Characterized transgenic lines of tomato with a peach ACC oxidase promoter and a peach small 
heat shock protein, transgenic lines of tobacco with an antisense construct of ACC 
oxidase and transgenic lines of plum with a peach antisense ACO.  Characterized 
antisense ACO plum fruit through three seasons and determined that several were 
arrested in ethylene production. 

Characterized the stoneless mutation of plum as reducing the number of endocarp cells formed 
hence reducing the amount of stone formed. 

Characterized the genes involved in forming the stone through microarray analyses of 
developing fruit from early stage to stone hardening.  Identified genes specific to the 
endocarp. 

 Characterized plum lines transformed with an early flowering gene and used information with 
our CRIS to develop rapid breeding program, FasTrack, using these lines. 

Contributed to the development of pnome technology (pooled whole genome sequences) to 
identify the gene responsible for the pillar phenotype of peach utilizing next generation 
sequencing. 
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